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Identification and induction by Metarhizium anisopliae infection of family 4 











































































































cytochrome P450 in Brontispa longissima 

WANG Jiu-Hui 20 HUANG Jun-Sheng"" [] FANG Хіао-Роп 1. State Key Biotechnology Laboratory for 
Tropical Crops[] Environment and Plant Protection Institute[] Chinese Academy of Tropical Agricultural 
Sciences[] Haikou 5711010 China[]2. Department of Pharmacology[] Hainan Medical College[] Haikou 5711010 
China[] 

Abstracf] In order to obtain cDNA clones coding for CYP4 proteins іп Brontispa longissima|] degenerate 
primers were designed using the conserved sequences of known CYP4s and used to amplify partial cDNA 
fragments from adults В. longissima . Five genes were identified] GenBank accession numbers[] DQ238840 – 
DQ238844[T] and the 3'-end of BLWHA was cloned by 3'-RACE. The deduced amino acid sequence of 
BLWHA has CYP conserved domains of helix K and heme-binding motif. The RT-PCR analysis indicated that 
the BLWHA mRNA expression in adults was more than in larvae[] and increased when adults and 5th instar 
larvae were infected with Metarhizium anisopliae MA-3 and MA-4. The results suggested that BLWHA should 
play a role in protection against pathogenic fungus. 
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Fig. 1 Alignment of the deduced amino acid sequences for 5 new cytochrome P450 cDNA fragments of Brontispa longissima 
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Fig. 2 Те nucleotide sequence of BLWHA and its deduced amino acid sequence 
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Fig. 3 Expression analysis of BLWHA in adults 
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Fig. 4 Expression analysis of BLWHA of Brontispa longissima infected with Metarhizium anisopliae 
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